CliSeq NQ.DS

Clinical Panels

C€ Insight into Genetic Mutations



Features &

Benefits

1. Hybridization-based capture 2. Maximized Efficiency allows Market 3. Hybridization Enhancer
Leading Capture Performance Technology and Enzymatic
Library Preparation

4. User-friendly Bioinformatics Software 5. Reduced NGS costs by Pre-capture 6. Molecular barcode and
pooling with no compromise bioinformatics for ultra-low
on quality VAF mutations

7. CAS for bioinformatics analysis 8. Flexible panel content with Gene 9. Default wet-lab QC for every
Add-on Service customized panel

10. Robust, Rapid, Reliable 11. Compatible with all NGS instruments 12. Capture the ‘Hard-to-Capture’
Customization and automation platforms regions
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CliSeqg
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Automated Sample to Report
on Cloud Based Analysis Software
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FASTQ to CSM* Reporting

Platform Independent

E\_-L’/,_,_a Companion Panels include

*  Whole & Clinical Exome Sequencing
* Pancancer Panel

Optimised Data Mining

‘ GUI Driven

Cliseq Interpreter uses algorithms that are fine tuned to work with Genes2Me «  Precision Medicine

NGS Clinical panels designed for oncology, liquid biopsy, pharmacogenomics, * Liquid Biopsy (Lung/Breast/Colorectal)
common and rare genetic diseases in detecting low frequency variants with *  Oncology Assays

high sensitivity to achieve clinical applications * Targeted Diseases (Cardiovascular,

Neurological, Metabolic) etc.

Cliseq Interpreter interface is browser based and simple clicks to select and
upload the data. This pipeline implements typical NGS workflow by allowing fewer
clicks and user’s input data.




Cliseq Interpreter

does primary to
tertiary analysis

of common and rare
genetic/ somatic
variants as identified
from small targeted
panels to Whole
Exome.

KEY FEATURES

Cancer & Rare Disease Diagnostics

SNP, InDels, Copy Number Variation (CNV) Identification
Tumor Mutation Burden (TMB), Microsatellite Instability (MSI)
CSM Reporting according to ACMG & AMP Guidelines

and Phenotypic information

Analysis using updated databases & automated pipeline
Annotated VCF with MAF, Gene Name, Location etc.

Clinically significant variants with associated diseases

Cloud Based Data storage on regional AWS Servers:

Middle East, Europe, India, US respectively

TARGETED

Cli>ed |nterpreter

VARIANT

CALLING

ANNOTATION
(VCF)

QUALTIY CHECK FILTER
RAW DATA —p As per Allele CSM* PROCESS WORKFLOW
frequency &
(FASTQ) TRIMMING Phenotypic REPORT
QC METRICES information

Interpreter workflow pipelines are designed and tested to work seamlessly with variety of Cliseq
NGS Clinical Panels developed by Genes2Me. Once Quality Check, Alignment, Variant calling, and
annotations are achieved, the Annotated VCF files will be available to Download.

GERMLINE VARIANT
CALLING
(VCF)

ANNOTATION . ) o ) .
(VCF) CSM reporting will be done as per ACMG & AMP guidelines and based on phenotypic details as

provided.

Mutations B Report Time

é‘ Clinically Relevant ~‘*>‘ Abbreviated
-

Strong Customer ‘ Easy to _‘ Multiple
Data Security @ Operate = Paramt_ater
Analysis
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WHOLE EXOME
SEQUENCING PANEL

Whole Exome Sequencing (WES) Panel is a comprehensive
solution that covers all target regions of major WES panels
available in the market. With a target size of 37.1 Mb, the panel
does not compromise performance in terms of coverage and
uniformity, enabling highly efficient and cost-effective sequencing
of the human whole exome. The panel coverage spans across
exon regions from RefSeq, CCDS, and GENCODE.

Key Features

e Complete Whole Exome Coverage

e Superior performance in the Market

e FASTAQ to Clinical Interpretation Capability
e Rapid Same-Day Workflow

e No Need for Heavy Instruments

e Complete Walkaway Automation

e Flexible Integration with NGS Sequencers

Genes2Me

N

¥

e Xome

SEQUENCING

Panel Performance

WES panel shows exceptional performance when measured by On-target read ratio, 0.2X

mean depth coverage uniformity, and Fold-80 base penalty

A_ Coverage at 20X depth B Coverage at 30X depth
98.00% 90.00%
96.00¢
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Refseq

Figure 1. Exhaustive Coverage for Each Gene

TheGenes2MeNES Panel covers each gene with thorough coverage in comparison to competitor pro@iietsar graphs indicate the percentage of genes that
are covered at (A) 20X depth and (B) 30X depithe data from the three panels were downsampled to 5.4 GpTK@ IGV figure demonstrates the superior
coverage performance of th@enes2MéNhole Exome Sequencing Panel against the TGID1 gene compared to other competitor products.

Company A

Genes2Me

Company T

Sequence -
Gene

Clinvar
cosmic
dbSNP.

Figure 2. Superior Capture Performance and Coverage
A mutation in PAFA1B]1causes Isolated Lissencephaly Sequence (ILS) & Miller-Dieker syndvinile other competitor panels fail to capture the A-T rich regions in
this gene, theGenes2MaVES Panel successfully covers the region.
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CLINICAL EXOME SEQUENCING Specification

e Gene count- 7,513 genes

(C E S) E X P A N D E D P A N E |_ * Covered region- CDS, hotspots, Mitochondrial genome

e Target size- 19.6 Mb
e Mutation type- SNV, Indel, CNV
e Sample type- Blood (> 50 ng of fragmented DNA)

The Clinical Exome Sequencing (CES) Expanded Panel has overcome the limitations of analyzing clinical * Platform- All sequencers from lllumina, Thermo Fisher, MGI
diseases with whole exome sequencing. By selectively targeting the clinically significant genes, the panel e Bioinformatics pipeline- Primary, Secondary and Tertiary analysis result
enables comprehensive analysis with the most effective sequencing throughput. (FASTQ to VCF, VCF to Clinical report)

Key Features

) ) N ] o 1. High Coverage Panel Compared to Competitor Products
+ Comprehensive genomic profiling of a variety of genetic diseases
+ Includes a wide range of target regions e o

+ Cost-effective analysis : Able to provide accurate analysis with reduced sequencing costs compared to WES ; = =

Commercial Name Genes2Me
High Coverage

Clinical Exome Sequencing (CES) G2MCESQ7001-ill; G2ZMCES07001-TF;

Expanded Panel G2MCESQ07001-MG

Whole Exome Sequencing (WES) Panel G2MCESQ07001(WES)-ill: G2MCES07001(WES)-TF;

G2MCES07001(WES)-MG

Competitor Low coverage

List of Diseases category assessed by
Clinical Exome Sequencing (CES) Expanded Panel

Cardiology Metabolism

Dermatology Nephrology
Endocrinology Neurology

ENT Oncology
Gl/Hepatology Ophthalmology
Hematology Pulmonology
Immunology Skeletal disorders

10 Genes2Me Innovating Molecular Diagnostics for Billion 11




PAN CANCER PANEL

The PAN Cancer Panel detects all variant types and immuno-oncology
markers (MSI and TMB), which are crucial biomarkers for cancer
immunotherapy. For CNV analysis, different cut-offs are applied
according to the ratio of cancer cells. The panel is also designed to
detect Epstein-Barr virus (EBV) and Human Papillomaviruses (HPV),
allowing for the comprehensive analysis of cancer-associated genes

Specification

e (Gene count- 524 genes

Covered region- Whole CDS, custom regions of oncogenes, immune response genes,
and EBV & HPV viruses

Target size- 2.5 Mb

Mutation type- SNV, Indel, CNV, Rearrangment, TMB, MSI, EBV, HPV

Sample type- FFPE, Fresh frozen tissue (> 50 ng of fragmented DNA)

Platform- All sequencers from Illumina, Thermo Fisher & MGI

Bioinformatics pipeline- Primary, Secondary and Tertiary analysis result

(FASTQ to VCF, VCF to Clinical report)

Panel Performance

The probes are designed to include the intron regions as well as clinically significant biomarkers. By conduct-
ing extensive validation studies with clinical samples, the panel was examined to show its performance with
high sensitivity and specificity in detecting the variants in cancer-associated genes.

Variants of PAN Cancer Panel (764 Samples)
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(EBV & HPV)
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Analysis of the following
11 types of HPV types
was completed using
clinical specimens

Human infection HPV list

Pan(zan

ANALYSIS OF EBV & HPV

EBV (Epstein-Barr Virus)

+ Related disease — Lymphoma
+ Genes — EBV type 1 (EBNA-2)

Validation for detection of EBV type 1
(EBNA-2) in control specimens

=
\ = - - p = =
> - —_ — |

* Human Papillomavirus Type 178
* Human Papillomavirus Type 136
+ Human Papillomavirus Type 140
* Human Papillomavirus Type 154
* Human Papillomavirus Type 156
* Human Papillomavirus Type 179
* Human Papillomavirus Type 201
* Human Papillomavirus Type 49

* Human Papillomavirus Type 9

* Human Papillomavirus Type 92
* Human Papillomavirus Type 96

HPV (Human Papillomavirus)

+ Related disease — Cervical cancer
+ Genes — HPV L1 gene (Analysis of a total of
24 types is possible)

Commercial Name

PAN Cancer Panel

G2MPC06001-ill; G2MPC06001-TF;, G2MPC06001-MG

Innovating Molecular Diagnostics for Billion 13




LIQUID BIOPSY PANELS

The detection sensitivity for low-frequency variants from a limited amount of
sample is of great importance to ctDNA analysis kits. The panels are thoroughly
validated and ready to use for clinical diagnosis.

KEY FEATURES

e Detects ctDNA for colorectal cancer, breast cancer,
and lung cancer

e Highly optimized panel for clinical testing with
exceptional accuracy

¢ Receive high-quality data and analysis software,
enabling efficient duplication removal and minimizing
sequencing noise

ctDNA Lung Panel

Gene count- 28 genes

Covered region- Whole CDS

Target size- 47 kb

Mutation type- SNV, Indel

Sample type (amount)- Plasma (> 20 ng of cfDNA)

Gene List / ctDNA Lung Panel

AKT1 ALK ARAF ARID1A BRAF CBL CDKN2A EGFR ERBB2 HRAS KEAP1 KRAS MAP2K1
MET MTOR NF1 NRAS NTRK1 NTRK2 PIK3CA PTEN RB1 RIT1 ROS1 SETD2 STK11
TP53 U2AF1
Commercial Name Cat No.

ctDNA Colorectal Panel G2MCTCP11001-ill: G2MCTCP11001-MG

ctDNA Breast Panel G2MCTBP12001-ill: G2MCTBP12001-MG

CtDNA Lung Panel G2MCTLP13001-ill; G2ZMCTLP13001-MG

14 Genes2Me

Colorectal/

Breast/
Lung

ligbi
ctDNA Colorectal Panel

Gene count- 16 genes

Covered region- Whole CDS

Target size- 18 kb

Mutation type- SNV, Indel
Sample type (amount)- Plasma (> 20 ng of cfDNA)

Gene List / ctDNA Colorectal Panel

APC BRAF EGFR ERBB2 ERBB3 FGFR1 HRAS IRS1 KRAS KRAS MET NRAS PDGFRB

PIK3CA PTEN TP53

ctDNA Breast Panel

Gene count- 27 genes

Covered region- Whole CDS

Target size- 99 kb

Mutation type- SNV, Indel

Sample type (amount)- Plasma (> 20 ng of cfDNA)

Gene List / ctDNA Breast Panel

AKT1 APC AR BRCA1 BRCA2 CCND1 CDH1 EGFR ERBB2 ESR1 FGFR1 FGFR2 GATA3

IGF1IR KIT KRAS MAP2K4 ~ MAP3K1 MDM2 MYC NF1 PIK3CA PIK3R1 PTEN RB1 TOP2A

TP53

Innovating Molecular Diagnostics for Billion 15



ONCOLOGY PANELS

The Oncology Panel are NGS assays designed to detect all types of
variants in genes associated with different cancer types.

BRCA 1/2 Panel Germline & Somatic Cancer

e Targets the whole CDS (+/- 40) and promoter regions of BRCA 1/2
with high specificity

e Compatible with a variety of sample types

e Designed to target whole exon regions of BRCA 1, 2 gene with 100%

coverage (RefSeq) and validated to yield 100% coverage

BRKCA

Screen

Lymphoid Leukemia NGS Panel

Lymphoid Leukemia NGS Panel is an NGS assay designed to

detect all types of variants in 75 genes associated with
Lymphoid Leukemia.

GENE LIST / Lymphoid Leukemia NGS Panel

AARS ABCA13 ABCB11 ABL1 BRAF BTG1 CDKN2A COG1 COL4A4
CREBBP CRLF2 DNM2 DNMT1 DNMT3A EP300 ETV6 EVC EZH2
FBXW7 FERMT1 FLT3 FREM2 GATA3 GRM1 HPSE2 IDH1 IDH2

IKZF1 IL12RB2 IL7TR JAK1 JAK2 JAK3 KDM6A KMT2A KMT2D

KRAS L2HGDH LAMA3 LEF1 LMO1 MAPK1 NDUFV3 NF1 NOTCH1
NPHS2 NRAS NSD2 NT5C2 NUDT15 PAX5 PDP1 PHF6 PTEN
PTPN11 RB1 RUNX1 SERPIND1 SETD2 SH2B3 SLC12A6 SOX6 SRY
STAG2 STAT3 STAT5B SUMF1 TBL1XR1 TCF3 TDRD7 TP53 TPMT
VCAN WNK1 WT1

Oncogenes BRCA 1/2 genes
Target size 23 kb
Mutation type SNV, Indel, CNV Lymphoma NGS Panel

Sample type(amount) Blood (> 50 ng of fragmented DNA), FFPE Lymphoma NGS Panel is an NGS assay designed to detect all

types of variants in 75 genes associated with Lymphoma.

GENE LIST Lymphoma NGS Panel

Common Hereditary Cancer NGS Panel

AARS ABCA13 ABCB11 ALK ATM B2M BCL6 BIRC3 BRAF
H H H BTK CARD11 CD79A CD79B COG1 COL4A4 CREBBP CXCR4 DNMT1
Common Hereditary Cancer NGS Panel is an NGS assay designed to detect all
. . . . . EGR2 EP300 EVC EZH2 FAS FAT4 FBXO11 FERMT1 FREM2
types of variants in 61 genes associated with Common Hereditary Cancers. TR o e o s e S
L2HGDH LAMA3 MYC MYD88 NDUFV3 NFKBIE NOTCH1 NOTCH2 NPHS2
PDP1 PLCG1 PLCG2 POT1 PRDM1 RHOA RPS15 RRAGC SERPIND1
G EN E Ll ST SF3B1 SLC12A6 SOCS1 SOX6 SRY STAT3 STATS5B SUMF1 TBL1XR1
TCF3 TDRD7 TET2 TNFAIP3  TNFRSF14 TP53 TP63 TRAF3 UBR5
APC ATM ATRX BARD1 BMPRIA  BRAF BRCA1 BRCA2 BRIPT VCAN WNKI XPO1
CDH1 CDKN2A CHEK2 EGLN1 EGLN2 EPAST EPCAM FGFR1 FH
. H3F3A HRAS IDH2 KIF1B KMT2D MAX MDH2 MEN1 MERTK
Common Heredltary MET MLH1 MRE11 MSH2 MSH6 MUTYH NBN NF1 NF2
Cancer NGS Panel
PALB2 PMS2 POLD1 POLE PRSS1 PTEN RAD50 RAD51C RAD51D
RB1 RET SDHA SDHAF2 SDHB SDHC SDHD SMAD4 SPINK1
STK11 TMEM127 TP53 TSC1 TSC2 VHL WT1

Myeloid Leukemia NGS Panel

Myeloid Leukemia NGS Panel is an NGS assay designed to
detect all types of variants in over 49 genes associated with
Myeloid Leukemia.

Gene Lt/ yelo Leukemia NGS Panel

BRCA 1/2 Panel G2MBR0O0001-ill; G2MBR00001-TF; G2MBR00001-MG A2:§§:6 SSS:;"; ;\J:; Di(;AOTF;A BE?\ZU Exg iﬁi Gii;] G(Z\Eilfz

gommOQGHSegadlt&}ry G2MCHC24001-ill: G2MCHC24001-MG; G2MCHC24001-TF e o o G G oo o e L
ancer ane NOTCH1 NPM1 NRAS  PDGFRA  PHF6 PPMID  PTPNT1  RAD21 RUNX1

Myeloid Leukemia NGS Panel G2MML28001-ill; G2MML28001-MG; G2MML28001-TF SETBP1  SF3B1  SMCIA  SMC3 SRSF2 STAGI STAG2 STAT3 TET2

Lymphoid Leukemia NGS Panel | G2MLL30007-ill; G2MLL30001-MG; G2MLL30001-TF Te3 e owm amm

Lymphoma NGS Panel G2MLYM31007-ill: G2MLYM31001-MG; G2MLYM31001-TF

16 Genes2Me
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ONCOCHK

ONCOLOGY PANELS

OncoCheck Panel Hereditary cancer (Germline Cancer Risk)

e Analyze 31 oncogenes associated with inherited cancer and precisely selected from contract research
organizations and numerous research studies

e Robust bioinformatics system for large deletion analysis

e Provides information for HDR grade computation to aid precision medicine for tumor treatment

Gene count 31 genes
Target size 96 kb
Mutation type SNV, Indel, CNV, Rearrangment

Sample type(amount) Blood (> 50 ng of fragmented DNA)

GENE LIST

APC ATM BARD1 BLM BMPR1A  BRCAI BRCA2 BRIP1 CDH1 CDK4 CDKN2A  CHEK2 EPCAM

OncoCheck Panel MLH1 MRETTA MSH2 MSH6 MUTYH NBN PALB2 PMS2 PRSS1 PTEN RAD50 RAD51C  RAD51D

SLX4 SMAD4 STKI11 TP53 VHL

Commercial Name

OncoCheck Panel

G2M0C01001-ill; G2MOC01001-TF; G2MOC01001-MG

18  Genes2Me

CANCERCHECK PANEL somatic cancer

Cancer Check Panels are NGS assays designed to detect all types of variants associated with

somatic cancer. Targeting the selected genes with high sensitivity and specificity enables saving
cost and effort. The report consists of the primary, secondary, and tertiary results for the
In-depth understanding and interpretation of sequencing data.

CancerCheck 50 Panel

The CancerCheck 50 Panel is an expanded NGS assay designed to detect all types of variants in over
50 genes associated with somatic cancer.

GENE LIST

ABL1 AKT1 ALK APC ATM BRAF BRCA1 BRCA2 CDH1 CDK4 CDK6 CDKN2A CSF1R
CTNNB1 DDR2 EGFR ERBB2 ERBB4 ESR1 FGFR1 FGFR2 FGFR3 GNAT1 GNAQ GNAS HRAS
CancerCheck 50 IDH1 IDH2 JAK2 KDR KIT KRAS MAP2K1 MET MLH1 MTOR MYC MYCN NOTCH1
NRAS NTRK1 PDGFRA PIK3CA PTCH1 PTEN PTPN11 RB1 RET ROS1 SMAD4 SMO SRC
STK11 TP53
CancerCheck 100 Panel
The CancerCheck 100 Panel is an NGS assay for the comprehensive analysis of around 100 genes
associated with somatic cancer.
GENE LIST
ABL1 AKT1 AKT2 AKT3 ALK APC ARIDTA ARID1B ARID2 ATM ATRX AURKA AURKB
BARDI1 BCL2 BLM BMPRTA BRAF BRCA1 BRCA2 BRIP1 CDH1 CDK4 CDK6 CDKN2A CHEK2
CSF1R CTNNB1 DDR2 EGFR EPCAM EPHB4 ERBB2 ERBB3 ERBB4 EZH2 FBXW7 FGFR1 FGFR2
FGFR3 FLT3 GNAT11 GNAQ GNAS HNFTA HRAS IDH1 IDH2 IGF1R ITK JAK1 JAK2
CancerCheck 100
JAK3 KDR KIT KRAS MDM2 MET MLH1 MPL MRET1 MSH2 MSH6 MTOR MUTYH
NBN NF1 NOTCH1 NPM1 NRAS NTRK1 PALB2 PDGFRA  PDGFRB PIK3CA PIK3R1 PMS2 PRSS1
PTCH1 PTCH2 PTEN PTPN11 RAD50 RAD51C RAD51D RB1 RET ROS1 SLX4 SMAD4  SMARCB1
SMO SRC STK11 SYK TERT TOP1 TP53 VHL

Commercial Name Cat No.

G2MCC03001-ill; G2MCC03001-TF; G2MCC03001-MG

CancerCheck 50 Panel

CancerCheck 100 Panel

G2MCC04007-ill; G2MCC04001-TF; G2MCC04001-MG

Innovating Molecular Diagnostics for Billion
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“New Born Screening” utilizes the patented “All-in-one”
multiplex PCR amplicon library preparation technology
and NGS technology.

It performs sequencing of all all exonic regions for 130 genes associated with metabolic
and genetic diseases. The test is indicated for newborns and children. Offers early
screening for genetic diseases that appear during the first stages of life, providing key
information for preventive management, diet for early treatment.

Early detection, intervention & management could prove essential for the infant's overall
health and quality of life.

20 Genes2Me

‘ NEW BORN SCREENING \

Newborn Genetic Screening
for Inherited Metabolic Diseases

Rapid Newborn Genetic Screening for

130 Genes by NGS

Screens for over
140 diseases

Potential Identify potential health risks
Benefits before symptoms arise

Early detection known to
have a positive impact

Commercial Name

Genome Kundali NGS Panel G2MGK29001-ill; G2MGK29001-MG; G2MGK29001-TF
(New Born Screening)

Innovating Molecular Diagnostics for Billion 21



Disease Name

Disease Name

1 Phenylketonuria 65 CPT Il deficiency
2 Hyperphenylalaninemia, BH4-deficient, A 66 Carnitine-acylcarnitine translocase deficiency
3 Hyperphenylalaninemia, BH4-deficient, C 67 Acyl-CoA dehydrogenase, short-chain, deficiency of
4 Hyperphenylalaninemia, mild, non-BH4-deficient 68 Acyl-CoA dehydrogenase, medium chain, deficiency of
5 Hyperphenylalaninemia, BH4-deficient, D 69 VLCAD deficiency
6 Hyperphenylalaninemia, BH4-deficient, B 70 LCHAD deficiency
7 Dystonia, dopa-responsive, due to sepiapterin reductase deficiency 71 Trifunctional protein deficiency
8 Tyrosinemia, type | 72 Glutaric acidemia Il
9 Tyrosinemia, type I 73 3-hydroxyacyl-CoA dehydrogenase deficiency
10 Tyrosinemia, type Il 74 ?2,4-dienoyl-CoA reductase deficiency
1 Maple syrup urine disease, type la 75 Mucopolysaccharidosis Ih / Ih/s /Is
12 Maple syrup urine disease, type Ib 76 Mucopolysaccharidosis Il
13 Maple syrup urine disease, type Il 77 Mucopolysaccharidosis type IlIA (Sanfilippo A)
14 Dihydrolipoamide dehydrogenase deficiency 78 Mucopolysaccharidosis type I11B (Sanfilippo B)
15 Carbamoylphosphate synthetase | deficiency 79 Mucopolysaccharidosis IVA
16 Ornithine transcarbamylase deficiency 80 GM1-gangliosidosis, type I /11 /Il
17 N-acetylglutamate synthase deficiency 81 Mucopolysaccharidosis VII
18 Citrullinemia, type | 82 Mucopolysaccharidosis type VI (Maroteaux-Lamy)
19 Citrullinemia, type |1 83 Niemann-Pick disease, type A/ B
20 Argininosuccinic aciduria 84 Niemann-Pick disease, type C1
21 Argininemia 85 Niemann-pick disease, type C2
22 Gyrate atrophy of choroid and retina with or without ornithinemia 86 Gaucher disease, perinatal lethal
23 Hyperornithinemia-hyperammonemia-homocitrullinemia syndrome 87 Fabry disease
24 Homocystinuria, B6-responsive and nonresponsive types 88 Tay-Sachs disease
25 Homocystinuria due to MTHFR deficiency 89 Krabbe disease
26 Homocystinuria-megaloblastic anemia, cblG complementation type 90 Krabbe disease, atypical
27 Homocystinuria-megaloblastic anemia, cbl E type 91 Metachromatic leukodystrophy
28 Hypermethioninemia, persistent, autosomal dominant, 92 Adrenal hyperplasia, congenital, due to
due to methionine adenosyltransferase I/11l deficiency 11-beta-hydroxylase deficiency
29 Glycine N-methyltransferase deficiency 93 Mucolipidosis Il alpha/beta, Il alpha/beta
30 Hypermethioninemia with deficiency of S-adenosylhomocysteine hydrolase 94 Glycogen storage disease la
31 Hyperprolinemia, type | 95 Glycogen storage disease Ib / Ic
32 Glycine encephalopathy 96 Glycogen storage disease llla /Il b
33 Methylmalonic aciduria and homocystinuria, cblC type 97 Glycogen storage disease VI
34 Methylmalonic aciduria and homocystinuria, cbID type 98 Glycogen storage disease, type IX
35 Methylmalonic aciduria and homocystinuria, cblF type 99 Galactosemia
36 Mental retardation, X-linked 3 100 Galactokinase deficiency with cataracts
37 Methylmalonic aciduria and homocystinuria, cblJ ty 101 Galactose epimerase deficiency
38 Methylmalonic aciduria, mut(0) typepe 102 Fructose intolerance, hereditary
39 Methylmalonic aciduria, chlA type 103 Pyruvate carboxylase deficiency
40 Methylmalonic aciduria, cbiB type 104 Epilepsy, pyridoxine-dependent
4 Mitochondrial DNA depletion syndrome 5 105 Pyridoxamine 5-phosphate oxidase deficiency
42 Mitochondrial DNA depletion syndrome 9 106 GLUTT deficiency syndrome
43 Methylmalonyl-CoA epimerase deficiency 107 Neu-Laxova syndrome 1
44 Combined malonic and methylmalonic aciduria 108 ?Phosphoserine aminotransferase deficiency
45 Methylmalonic aciduria, transient, due to transcobalamin receptor defect 109 Phosphoserine phosphatase deficiency
46 Methylmalonate semialdehyde dehydrogenase deficiency 110 Cerebral creatine deficiency syndrome 3
47 Propionicacidemia 111 Cerebral creatine deficiency syndrome 2
48 Isovaleric acidemia 112 Cerebral creatine deficiency syndrome 1
49 Glutaricaciduria, type | 113 Segawa syndrome, recessive
50 3-Methylcrotonyl-CoA carboxylase 1 deficiency 114 Aromatic L-amino acid decarboxylase deficiency
51 3-Methylcrotonyl-CoA carboxylase 2 deficiency 115 Glycogen storage disease Il
52 3-methylglutaconic aciduria, type | 116 HSD10 mitochondrial disease
53 Barth syndrome 117 Adrenoleukodystrophy
54 HMG-CoA lyase deficiency 118 Wilson disease
55 Holocarboxylase synthetase deficiency 119 Menkes disease
56 Biotinidase deficiency 120 Achondroplasia
57 Beta-ketothiolase deficiency 121 Hemolytic anemia due to G6PD deficiency
58 2-methylbutyrylglycinuria 122 Crigler-Najjar syndrome, [Gilbert syndrome]
59 Isobutyryl-CoA dehydrogenase deficiency 123 Hemophilia B
60 L-2-hydroxyglutaric aciduria 124 Deafness, autosomal dominant 3A / autosomal recessive 1A
61 Ethylmalonic encephalopathy 125 Deafness, autosomal dominant 2B
62 Malonyl-CoA decarboxylase deficiency 126 Deafness, autosomal recessive 4, with enlarged vestibular aqueduct
63 Carnitine deficiency, systemic primary | .
64 Carnitine palmitoyltransferase deficiency | 140 Pendred syndrome

Genes2Me

Advantages

o Expert Specially designed gene
detection kit for newborn screening

o Rapid Releasing report within
5 working days, quickly meeting
clinical demand

e Accurate Multiple quality control,
multi-center verification, Leading
phenotypic-genotypic database

Metabolic Diseases (133)

Amino Acids Metabolic Diseases
Organic Acid Metabolism Diseases

Fatty Acid p Oxidation Disorder Diseases
Lysosomal Storage Diseases
Carbohydrate Metabolic

Treatable Metabolic Epilepsy Diseases
Other Genetic And Metabolism Diseases

Genetic Diseases (7)

e Deafness
e Hemophilia B

Specimen
Required

W

Dry Blood Spots
(size 3.2mm, 5 pieces)
by heel prick test

Peripheral
Blood (1ml)

Innovating Molecular Diagnostics for Billion



PAN

Covering
more than

Pathogen
Panel

200

Pathogens

Genes2Me PAN Pathogen Panel use "All-In-One" ultra-high-weight PCR amplicon capture technology and

second-generation high-throughput sequencing technology, high-precision detection of trace pathogenic microbial
nucleic acids in samples, and can quickly identify viruses, bacteria, fungi, parasites and other pathogenic microor-
ganisms, and also can detect multiple drug resistance genes, which can help the rapid identification and detection
of pathogenic microorganisms.

Advantages

&

Ultra-Broad Spectrum

One test covers more
than 95% of common clinical
pathogen infections

High Sensitivity

High-throughput targeted
sequencing, no host DNA
interference, trace pathogens
can be accurately detected

High detection rate of fungi and intracellular bacteria

Significantly improved the detection rate of fungi and
intracellular bacteria

Fast Detection

16-hour rapid test for rapid identification of critical infection
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PAN Pathogen Panel
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Acinetobacter baumannii,
B. pertussis, Bordetella
parapertussis, Haemophilus
influenzae, Haemophiles
parainfluenzae Bacillus,
Klebsiella pneumoniae,
Legionella pneumophila,
Methicillin-resistant
Staphylococcus aureus,
Pseudomonas aeruginosa,
Streptococcus pneumoniae,
etc.

Mycobacterium
tuberculosis complex,
Mycobacterium
abscessus, Myco
-bacterium aureus,
Mycobacterium toads,
Mycobacterium
intracellulare,
Mycobacterium avium,
Mycobacterium terreus,
Mycobacterium chelae,
Mycobacterium Gordon,
etc.

Aspergillus,
Aspergillus
fumigatus,
Coccidioides
crassus,
Cryptococcus
neoformans,
Candida
aurantium,
Fusarium
putrefaciens,
Yersinia

pneumoniae, etc.

Pig tapeworm

Adenovirus, Coronavirus a,
coronavirus B, coronavirus d,
coronavirus g, coronavirus 229E,
coronavirus NL63, coronavirus
0C43, coronavirus HKU1,
Influenza A virus, Influenza
A(HTNT1), InfluenzaA(H3N2),
Influenza A(H5N1), Influenza
A(H7N9), Influenza B virus,
MERS-CoV,SARS-CoV,
SARS-CoV-2, Respiratory
syncytial virus type A,
Respiratory syncytial virus type
B, Rhinovirus, etc.

Chlamydia
pneumoniae,
Mycoplasma
pneumoniae,
Rickettsia berghei,
etc.

Commercial Name

LeoNext PP Library Prep Kit
(Pan Pathogen Panel)

NGS3104-01; NGS3104-02;, NGS3104-03
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Clinical

O O

Central nervous Cardiogenic Reproductive skin infections
system infections infections system infections

Applications

®© 0 6 O

Respiratory Urinary tract Bloodstream Other infections
infections infection infection

Detection Process TAT <16h

Sample Details

Blood Cerebrospinal Alveolar lavage | Sputum Other sterile body fluids Urine Swabs Tissue Extraction of nucleic . . ) )
fluid fluid (thoracoabdominal fluid, specimens acids (1.5h) Library construction (5h) Quality testing (0.5h)
herpes fluid and pus, etc.)

Sample Adult: 22mL Infant: 21mL >TmL 3mL or more >6mL >2 swabs to fully Mung bean size
Size absorb the sample (saline not over
the specimen)

Collection Free DNA Collection 10mL sterile screw-top tube, Note: must be tightly sealed to prevent leakage Sterile swab and Aseptic R B - High-throughput
. X eport interpretation : .
Tubes storage tube (Note: containers Raw letter analysis (0.5h
need to be tightly (0.5h) ¥ ( ) SS{EEnE, (8h)
sealed to prevent
leakage)
Storage Storage at room
Conditions temperature (5-37°C)
jlehsciil  Transport atroom Dry ice/ice box shipping (<-20°C) Amino Carbapenems Cephalosporin Fluoroguinolones | Penicillin Polymyxin Sulfonamides Vancomycin
temperature, and use ice glycosides (ultrabroad
packs for transport in y
high temperature spectrum 3 -
weather (the blood lactamase)
collection tubes should
be wrapped with bubble
wrap or thermal .
insulation material to AAC, AAD, ANT, KPC, NDM, CMY, DHA, P. aeruginosa 0OXA-1,SHV, MCR-1, mecA, Sull, Sul2, etc. vanA, vanB,
avoid direct contact with APH, armA, 0XA-48, IMP, CTX-M-1, gyrA mutant, TEM, FOX, etc. etc. vanM, etc.
the ice pack). RMT, etc. PER, etc. CTX-M-2, E. coli gyrA
CTX-M-9, mutant, etc.
0XA-9, etc.
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Truly Personalized Medicine

PHARMACOGENOMICS
INSIGHTS

Med4Me Epilepsy Panel

The Med4Me Epilepsy Panel consists of 91 genes associated with anti-epileptic drugs. Although over
20 different anti-epileptic drugs have been developed, most of the drugs failed to prevent seizures, or
faced challenges of determining the proper dosage for an individual patient. The genetic factor is one
of clinical factors to be considered.

Gene List / Med4Me Epilepsy Panel
ANKKT CACNATA CACNA1B CACNATD CACNATE CACNATF CACNA1IG CACNATH CACNA1l CACNA1S CACNA2D1 CACNA2D2  CACNA2D3

The main target of Med4Me Panels are the genes associated with prescribed drugs of CANAZDA  CACNBI CACNB2 CACNB3
the corresponding diseases. The assay allows for precise selection and dosage of
prescribed drugs, and detection of genetic variants associated with drug metabolism,
epilepsy and tuberculosis.

CACNB4  CACNG1 CACNG2 CACNG3 CACNG4 CACNG5 CACNG6 CACNG7 CACNG8

CDH13 CLCN2 EFHC1 GABRAT GABRA2 GABRA3 GABRA4 GABRA5 GABRA6 GABRB1 GABRB2 GABRB3 GABRD

GABRE GABRG1 GABRG2 GABRG3 GABRP GABRQ GABRR1 GABRR2  GABRR3 GRIAT GRIA2 GRIA3 GRIA4

GRIK1 GRIK2 GRIK3 GRIK4 GRIK5 GRIN1 GRIN2A GRIN2B  GRIN2C GRIN2D GRIN3A GRIN3B HNF4A

HTR1B KCNA2 KCNB1 KCNC1 KCND3 KCNH1 KCNJ10  KCNQ2 KCNQ3 KCNT1 KCNTD7 LEPR MAOA

MAOB RBFOX1 SCNTA SCN2A SCN3A SCN8A STS TPH1 TPH2 UGT1A10  UGT1A6 UGT1A7 UGT1A9

Key Features

Assess extensive target regions associated with pharmacogenomics

Validated panel performance: Complete validation for clinical application Med4Me Tuberculosis Panel

Flexible panel contents: Med4Me Panels for drug metabolism, epilepsy, and tuberculosis

Mutation Type- SNV, Indel, CNV The Med4Me Tuberculosis Panel assesses 132 genes associated with liver injury. Drug-induced liver
Covered region- Whole CDS + UTR (-50 bp, +10 bp) injury (DILI), which is an important cause of acute liver failure, can be a threat to a patient and a
common reason why some drug development projects are discontinued.

Gene List / Med4Me Tuberculosis Panel

Med4Me Panel ABHD5 ADA ADORA2A ALAS1 ALPK2 ANO10 ASAH1 BACH1 BAX BCL2 BTLA CARD8 CASP1
CASP3 CASP8 CASP9 CAT CCL2 CD274 CD276 CD28 CD40 CD40LG CD80 CD86 CPA6
The Med4Me Panel is a NGS assay, designed to assess 122 genes associated with pharmacogenomics.
CTLA4 CYBA DDX10 DPP4 ENTPD1  FAHD2A FAS FASLG FBXW8 FOXP3 GCLC GCLM GGT1
GPX1 GPX3 GPX4 GSR GSS GSTA1 GSTA2 GSTA3 GSTA4 GSTAS GSTK1 GSTM2 GSTM3
Types of Drugs Covered
° Oncology ° Transplantation BlOlOgy ° Pain Management ° Cardiovascularfunction GSTM4 GSTM5 GSTO1 GSTO2 GSTT2 GSTZ1 HAVCR2 HIFTA HMOX1 HMOX2 HSPATL ICOS ICOSLG
° Internal I\/Iedlcme ° 'PSyChlatry ° Nelur0|ogy ° Infectol'ogy ° Hemat0|ogy IDO1 IDO2 IFNG IFNGR1 IFNGR2 IL10 ILTORA IL12A IL12B IL12RB1 IL12RB2 IL17A ILT7RA
e Urology e Anesthesiology e Endocrinology e Recreational Drugs
IL18 IL18R1 IL18RAP ILTA IL1B IL1R1 IL4 IL4R IL6 IL6R KCNE3 KCNIP3 KEAP1
Gene Llst / Med4Me Panel KSR2 LAG3 LGALS9 MAFK MIR4272 MPO NFE2L2 NLRP3 NOS1 NOS2 NOS3 NT5E PDCD1
ABCAT ABCB1 ABCB11  ABCC2 ABCC4 ABCG1 ABCG2 ACE ADHITA ADH1B ADH1C ADRB1 ADRB2 PDCD1LG2 PLXNA4 POLD3 PROM2 PSD3 SOD1 SOD3 SRXN1 STAT3 TGFB1 TGFBR1 THSD7B  TNFRSF4
AHR ALDH1A1 ALOX5 APOA1 ARID5B BDNE BRCA1 CACNAIC CES1 CES2 CFTR COMT CPS] TNF TNFAIP3  TNFRSF14 TNFRSF1A TNFRSF1B TNFRSF9 TNFSF10 TNFSF14 TNFSF4  TNFSF9  TRIM43 TXNRD1 USP44
CRHR1 CYPIA1  CYPI1A2 CYP27A1 CYP2A6  CYP2B6 CYP2C19 CYP2C8 CYP2C9 CYP2D6  CYP2E1 CYP2J2  CYP2RI1 VICN1  ZNF804B
CYP3A4 CYP3A5 CYP4F2 CYPTA1 DBH DPYD DRD1 DRD2 EGFR EPHX1 ESR1 F5 FKBP5
G6PD GLcen GRK4 GRK5 GSTM1 GSTP1 GSTT1 HMGCR HTR1A HTR2A KCNH2  KCNJ11 LDLR
MAOA  MTHFR NAT1 NAT2 NQO1 NR112 NR113 NR3C2 NTRK2 P2RY1 P2RY12  PEARI1 PON1 CommerC|a| Name Cat NO.
POR PTGIS PTGS1 PTGS2 RYR1 RYR2 SCNTA SCN2A SCN5A  SLC15A1 SLC15A2 SLC19A1 SLC22A1 .
Med4Me Standard Panel G2MMSP08001-ill; G2MMSP08001-TF; G2ZMMSP08001-MG
SLC22A2 SLC22A3  SLC22A6 SLCA7A1 SLC47A2 SLC6A3 SLC6A4 SLCOTA2 SLCO1B1 SLCO1B3 SLCO2B1 SOD2 SULT1A1 . .
Med4Me Epilepsy Panel G2MMEP09001-ill; G2MMEP09001-TF; G2MMEP09001-MG
TBXAS1 TPMT TYMS UGTTA UGT1A1 UGTTA10 UGT1A3 UGT1A4 UGT1A5 UGTI1A6 UGTTA7 UGT1A8 UGTTA9 . . .
Med4Me Tuberculosis Panel G2MMAP10001-ill; G2ZMMAPT0001-TF; G2MMAP10001-MG
UGT2B15 UGT2B7 VDR VKORC1 ZNF423
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COMPREHENSIVE RESPIRATORY CARDIOVASCULAR DISORDERS
VIRUS PANEL (CRVP

The Comprehensive Respiratory Virus Panel (CRVP) was developed to detect and sequence
respiratory disease-causing viruses in humans using the NCBI RefSeq database as its
foundation. It enables simultaneous testing of 9 different virus types and its 39 strains of
clinically significant and prevalent respiratory viruses, including Coronavirus and Influenza.

NGS has revolutionized the genetic study of cardiovascular disease allowing unprece-
dented opportunities to detect mutations in disease-genes with high accuracy in a fast
and cost-efficient manner in daily clinical practice.

Cardiovascular NGS Panel

Coverage of 174 genes with Whole CDS and hotspots as Target Regions

Virus Species Number of Strains . )
Covered List Of Diseases Assessed
Human Adenovirus 8 « Aortopathy & connective tissue disorders « Arrhythmia
Bocavirus 4 + Cardiomyopathy « Congenital heart defect + Dyslipidemia
Hurman Rhinovirus (A/B/C) 3 + Other cardiovascular _dlseases
. * Pulmonary hypertension
Coronavirus 5
Human Enterovirus 7
Influenza A 3
Influenza B 1
Parainfluenza Virus 5 Gene List / Cardiovascular
Respiratory Syncytial Virus 3
ABCC9 ABCG5 ABCG8 ACTA1 ACTA2 ACTC1 ACTN2 AKAP9 ALMS1
ANK2 ANKRD1 APOA4 APOA5 APOB APOC2 APOE BAG3 BRAF
CACNAIC CACNA2D1 CACNB2 CALM1 CALR3 CASQ2 CAV3 CBL CBS
CETP COL3A1 COL5A1 COL5A2 COX15 CREB3L3 CRELD1 CRYAB CSRP3
CTF1 DES DMD DNAJC19 DOLK DPP6 DSC2 DSG2 DSP
Key Fe at ures DTNA EFEMP2 ELN EMD EYA4 FBN1 FBN2 FHLI FHL2
FKRP FKTN FXN GAA GATAD1 GCKR GJAS GLA GPD1L
GPIHBP1 HADHA HCN4 HFE HRAS HSPB8 ILK JAGT JPH2
Coverage of wide range of respiratory pathogens JUP KCNAS5 KCND3 KCNE1 KCNE2 KCNE3 KCNH2 KCNJ2 KCNJ5
Double pandemic/coinfection detection KCNJ8 KCNQ1 KLF10 KRAS LAMA2 LAMA4 LAMP2 LDB3 LDLR
|nC|USi0n Of Stand‘alone B| aﬂalysis SOﬁWare LDLRAP1 LMF1 LMNA LPL LTBP2 MAP2K1 MAP2K2 MIB1 MURC
Clear results even from low quality clinical specimens MYE;PC; MYHIN ~__ MYHG MY:7 “(’;YLZ l(\)/IY(I:_3 MYLK MYLK: “"C‘;OZ
. . P MYOZ MYPN NEXN NKX2-5 NODAL NOTCH1 NPPA NRA:! PCSK
High detection sensitivity and consensus sequence
One da Workﬂovv USin h bridization enhancer technolo PDLIM3 PKP2 PLN PRDM16 PRKAG2 PRKARTA PTPN11 RAF1 RANGRF
y . g y gy . RBM20 RYR1 RYR2 SALL4 SCN1B SCN2B SCN3B SCN4B SCN5A
Inclusion of all required kit components (RNA to cDNA, cDNA to captured library) 02 DHA e e e e o0s S.oosra Sioomio
SMAD3 SMAD4 SNTA1 SOS1 SREBF2 TAZ TBX20 TBX3 TBX5
TCAP TGFB2 TGFB3 TGFBR1 TGFBR2 TMEM43 TMPO TNNC1 TNNI3
TNNT2 TPM1 TRDN TRIM63 TRPM4 TTN TTR TXNRD2 VCL
ZBTB17 ZHX3 ZIC3

(I INEEERNENE Commercial Name

Comprehensive Respiratory Virus Panel G2MCRVP17001-ill: G2MCRVP17001-TF Cardiovascular NGS Panel G2MCV15001-ill; G2MCV15001-MG; G2MCV15001-TF
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OTHER PANELS

NEUROLOGICAL DISORDERS

Many neurological conditions are caused by immensely heterogeneous gene mutations.
The diagnostic process is often long and complex with most patients undergoing
multiple invasive and costly investigations without ever reaching a conclusive molecular
diagnosis. NGS has shortened the ‘Diagnostic Odyssey’ for many of these patients.

Neuromuscular NGS Panel
Coverage of 293 genes with Whole CDS and hotspots as Target Regions

List Of Diseases Assessed

+ Movement disorders « Neuromuscular disorders
+ Charcot-Marie-Tooth disease * Muscular dystrophy

Gene List / Neuromuscular NGS Panel

AARS ABCB7 ABCD1 ABHD12 ACAD9 ACADL ACADM ACO2 ACTA1
ADCK3 AFG3L2 AGL AlFM1 ALDH3A2 AMPD1 ANO10 ANO5 AP4B1
AP4E1 AP4M1 AP4S1 AP5Z1 APTX ARSA ATCAY ATL1 ATM
ATP2A1 ATP7A ATP7B ATP8A2 BAG3 BEAN1 BIN1 BSCL2 C100rf2
C120rf65 C190rf12 CACNATA CACNATS  CACNB4 CAPN3 CASK CAV3 CCDC78
CCDC88C CFL2 CHAT CHRNA1 CHRNBI CHRND CHRNE CHRNG CLCN1
CLCN2 CLN5 CNTN1 COL6A1 COL6A2 COL6A3 coLQ CPT1B CPT2
CRYAB CTDP1 CWF19L1  CYP27A1 CYP2U1 CYP7B1 DAG1 DCTN1 DDHD1
DDHD2 DES DMD DNAJB2 DNAJB6 DNM2 DNMT1 DOK7 DYNC1H1
DYSF EEF2 EGR2 ELOVL4 ELOVL5 EMD ERLIN2 ETFA ETFB
FA2H FAM134B FGD4 FGF14 FHL1 FIG4 FKRP FKTN FLNC
FLVCR1 FRMD7 FUS FXN GAA GAD1 GALC GAN GARS
GBA2 GDAP1 GJB1 GJC2 GLA GLE1 GNB4 GNE GOSR2
GPR143 GRID2 GRM1 GYS1 HADHA HADHB HINT1 HOXD10 HSPB1
HSPB8 HSPD1 HSPG2 IGHMBP2 IKBKAP ISPD ITGA7 ITPR1 JPH3
KBTBD13 KCNA1 KCNC3 KCND3 KCNE3 KCNJ10 KCNJ18  KIAA0196 KIF1A
KIF1B KIF1C KIF5A KLHL40 KLHL41 L1CAM LAMA1 LAMA2 LARGE
LDB3 LITAF LMNA LPIN1 LRSAM1 MARS MARS2 MATR3 MED25
MFN2 MPZ MRET1A MTM1 MTMR14  MTMR2 MTPAP MTTP MUSK
MYF6 MYH2 MYH7 MYOT NDRG1 NEB NEFL NGF NIPAT
NOP56 NTRK1 OPA1 OPA3 OPHN1 PABPN1 PANK2 PDK3 PDYN
PEX7 PFKM PGAM2 PHKA1 PHYH PLEC PLEKHG5 PLP1 PMM2
PMP22 PNKP PNPLAG6 POLG POLG2 POMGNT1 POMT1 POMT2 PRKCG
PRPS1 PRX PTF1A PTRF PYGM RAB7A RAPSN REEP1 RNF216
RRM2B RTN2 RUBCN RYR1 RYR2 SACS SBF2 SCN4A SCN9A
SEPN1 SETX SGCA SGCB SGCD SGCE SGCG SH3TC2 SIL1
SLC12A6  SLC16A2 SLC1A3 SLC33A1 SLC39A4  SLC52A2 SLCY9A1 SLC9A6 SMN1
SNX14 SOD1 SPAST SPG11 SPG20 SPG21 SPG7 SPTBN2 SPTLC1
SPTLC2 STAC3 STUB1 SUCLA2 SYNE1 SYNE2 SYT14 TBP TCAP
TDP1 TECPR2 TGM6 TK2 TMEM240 TNNI2 TNNT1 TPM2 TPM3
TPP1 TRIM32 TRPV4 TTBK2 TTN TTPA TTR TUBB4A TYMP
VAMP1 VCP VLDLR VPS13A VPS37A VRK1 WFS1 WNK1 WWOX
XK YARS ZFYVE26 ~ ZFYVE27  ZNF592

Epilepsy NGS Panel

Coverage of 142 genes with Whole CDS and hotspots as Target Regions

Gene List / Epilepsy NGS Panel

AARS ABCA13 ABCB11 ADGRV1 ADSL ALDH7A1 ALG13 ARHGEF15 ARHGEF9
ARX ASAH1 ATP1A2  ATP6AP2  CACNATA CASK CDKL5 CHD2 CHRNA2
CHRNA4 CHRNA7 CHRNB2 CLCN4 CLN3 CLN5 CLN6 CLN8 CNTNAP2
COG1 COL4A4 CSTB CTSD DCX DEPDC5 DLG3 DNAJC5 DNM1
DNMT1 DOCK7 DYRKTA EEF1A2 EPM2A EVC FERMT1 FOLR1 FOXG1
FREM2 GABRA1 GABRA2 GABRB3 GABRG2 GAMT GATM GNAO1 GOSR2
GRIN1 GRIN2A GRIN2B GRM1 HCN1 HDAC4 HNRNPU HPSE2 IL12RB2
IQSEC2 KANSL1 KCNA2 KCNB1 KCNH5 KCNJ10 KCNMA1 KCNQ2 KCNQ3
KCNT1 KCTD7 L2HGDH LAMA3 LGn MAGI2 MBD5 MECP2 MEF2C
MFSD8 NDUFV3 NECAP1 NHLRC1 NPHS2 NR2F1 NRXN1 PCDH19 PDP1
PIGA PIGO PIGQ PIGV PLCB1 PNKP PNPO POLG PPT1
PRICKLET  PRICKLE2 PRRT2 QARS RELN SCARB2 SCN1A SCN1B SCN2A
SCN8A SCN9A SERPIND1  SLC12A6  SLC13A5 SLC25A22 SLC2A1 SLC35A2 SLC6A8
SLC9A6 SMS SOX6 SPTAN1 SRPX2 SRY ST3GAL3 STXBP1 SUMF1
SYN1 SYNGAP1 SYNJ1 SZT2 TBC1D24 TCF4 TDRD7 TPP1 TSC1
TSC2 UBE3A VCAN WDR45 WNK1 WWOX ZEB2

List Of Diseases Assessed

Alzheimer-Parkinson-Dementia NGS Panel
Coverage of 101 genes with Whole CDS and hotspots as Target Regions

+ Alzheimer's disease + Parkinson’s disease *+ Dementia * Dystonia

Gene List/ Alzheimer-Parkinson- Dementia NGS Panel

Neuromuscular NGS Panel

AARS ABCA13 ABCA7 ABCB11 ADCY5 ALS2 ANG ANO3 APP
ATP13A2 ATP1A3 ATP7B C19rf12 CACNA1B CHCHD10 CHMP2B CHRNA4 ClZ1
COGI1 COL4A4 COL6A3 DAO DCTN1 DNMT1 EVC FERMT1 FIG4
FREM2 FUS GBA GCH1 GNAL GNAO1 GRM1 GRN HNRNPAT
HNRNPA2B1 HPCA HPSE2 IL12RB2 KCTD17 KMT2B L2HGDH LAMA3 LRRK2
MAPT MATR3 MECR NDUFV3 NEK1 NPHS2 OPTN PANK2 PARK7
PDP1 PINK1 PLA2G6 PNKD PRKN PRKRA PRNP PRRT2 PSEN1
PSEN2 RELN SERPIND1 SETX SGCE SIGMAR1 SLC12A6 SLC19A3 SLC2A1
SLC30A10 SLC6A3 SNCA SOD1 SORL1 SOX6 SPG11 SQSTM1 SRY
SUMF1 TAF1 TAF15 TARDBP TBK1 TDRD7 TH THAP1 TIMMSA
TORTA TREM2 TUBA4A TUBB4A UBQLN2 VAC14 VAPB VCAN VCP
VPS13A WNK1
Commercial Name Cat No.

G2MNM14007-ill; GZMNM14001-MG; G2ZMNM14001-TF

Epilepsy NGS Panel

G2MEP20001-ill; GZMEP20001-MG; G2MEP20001-TF

Alzheimer-Parkinson-Dementia
NGS Panel

G2MAPD23001-ill; G2MAPD23001-MG,;G2MAPD23001-TF
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Metabolic Disorders NGS Panel

Coverage of 71 genes with Whole CDS and hotspots as Target Regions

OTHER PANELS

ABCD1 ACAD8 ACADM ACADS ACADSB ACADVL ACAT1 AHCY ARG1
ASL ASS1 AUH BCKDHA BCKDHB BTD CBS CPS1 CPT1A
CPT2 DBT DECR1 DHCR7 DLD ETFA ETFB ETFDH FAH
Genes2Me have developed different panels for assessing genes of related diseases CAE _OAK _CSAT CAWT CATM_ScbH oW OWMT HADH
. . HADHA HADHB HLCS HMGCL HPD HSD17B10 IVD LMBRD1 MAT1A
(Dlsease SpeCIﬁC Panels) MCCC1 ~ MCCC2 ~ MLYCD ~ MMAA  MMAB  MMACHC MMADHC ~ MMUT  MTHFR
MTR MTRR OPA3 oTC PAH PCBD1 PCCA PCCB PTS
5 . X . . 5 5 QDPR SLC22A5  SLC25A13 SLC25A20 SLC6A8 TAT TAZ TCN2
It includes comprehensive analysis of a broad range of diseases associated with Skin,

Bleeding disorder/ Coagulation and Inborn errors of metabolism.

Bleeding Disorder/ Coagulopathy NGS Panel
Skin DiSOI‘derS NGS Panel Coverage of 139 genes with Whole CDS and hotspots as Target Regions

Coverage of 152 genes with Whole CDS and hotspots as Target Regions Gene List / BIeeding Disorder-Coagqupathy NGS Panel

AARS ABCA1 ABCA13 ABCB11 ACTN1 ANKRD26 ANO6 AP3B1 BLOC1S3
BLOC1S6 BRCA1 BRCA2 BRIP1 CD36 CDANT COG1 COL4A4 CYCs
Gene LiSt/ skin Disorders NGS Panel DDX41 DKC1 DNMT1 DTNBP1 ELANE ERCC4 ETV6 EVC F10
F11 F13A1 F13B F2 F5 F7 F8 F9 FANCA
ABCA12 ABCB6 ABCC6 ABHD5 ADAMTS2 ADAR ALAD ALAS2 ALDH3A2 FANCB FANCC FANCD2 FANCE FANCF FANCG FANCI FANCL FANCM
ALOX12B  ALOXE3 AP1S1 ATM ATP2A2 ATP2C1  ATP6VO0A2 BLM CARD14 FERMT1 FERMT2 FGA FGB FGG FLIT FREM2 FYB1 GATA1
CDH3 CDSN CLDN1 COL17A1 COL1A1 COL1A2 COL3A1 COL5A1 COL5A2 GATA2 GFIn GFIB GP1BA GP1BB GP6 GP9 GRM1 HAX1
COL7A1 CPOX CTC1 CTSC CYP4F22 DDB2 DKC1 DOCK8 DSG1 HOXAT1 HPS1 HPS3 HPS4 HPS5 HPS6 HPSE2 IFNG IL12RB2
DSG4 DSP DST EBP ECM1 EDA EDAR EDARADD  EFEMP2 ITGA2B ITGB3 L2HGDH LAMA3 LMAN1 LYST MASTL MCFD2 MLPH
ELN ERCC2 ERCC3 ERCC4 ERCC5 EXPH5 FANCA FANCC FANCG MPL MYH9 MYO5A NBEAL2 NBN NDUFV3 NHP2 NOP10 NPHS2
FECH FERMT1 FLCN FLG GJB2 GJB3 GJB4 GJB6 GNAS P2RY12 PALB2 PDP1 PLA2G4A PLAU PRF1 PRKACG RAB27A RAD51C
GORAB GPR143 GSN GTF2H5 HFE HMBS HR IL36RN ITGA3 RASGRP2 RBMB8A RPL11 RPL35A RPL5 RPS10 RPS19 RPS24 RPS26
ITGA6 ITGB4 JUP KIT KRT1 KRT10 KRT14 KRT16 KRT17 RPS7 RUNX1 SBDS SEC23B SERPIND1  SERPINE1 SERPINF2  SLC12A6 SLFN14
KRT2 KRT5 KRT6A KRT6B KRT6C KRT81 KRT83 KRT86 KRT9 SLX4 SOX6 SRC SRP72 SRY STIM1 SUMF1 TBXA2R TBXAST
LAMA3 LAMB3 LAMC2 LIPH LIPN LOR LPAR6 LYST MBTPS2 TDRD7 TERC TERT TINF2 UBE2T VCAN VIPAS39 VPS33B VWF
NF1 NF2 NHP2 NIPAL4 NOP10 NSDHL OCA2 PKP1 PLEC WAS WIPF1 WNK1 XRCC2
PLOD1 PNPLA1 POFUT1 POGLUT1 POLH POMP PPOX PRKARTA PTCH1
PTCH2 PYCR1 RECQL4 RTEL1 SLC27A4  SLC39A4  SLC45A2 SLURP1 SNAP29
SPINK5 SPRED1 ST14 STAT3 STS SUFU TERC TERT TGM1 .
TGM5 TINF2 TNXB TRPV3 TSC1 TSC2 TTR TYK2 TYR

(] L
TYRP1 UROD UROS WAS WRAP53 XPA XPC  ZMPSTE24 - : Commercial Name Cat No.

Bleeding Disorder/ Coagulopathy G2MBD21001-ill; G2MBD21001-MG; G2MBD21001-TF

NGS Panel
Skin Disorders NGS Panel G2MSD190071-ill; G2MSD19001-MG; G2MSD19001-TF
Metabolic Disorders NGS Panel G2MMD26001-ill; G2MMD26001-MG; G2MMD26001-TF

34 Genes2Me

Innovating Molecular Diagnostics for Billion




ccevp | Ho | 180

13485:2016 9001:2015

Fully Automated IVD Kits Manufacturing Facility Coming Soon
of 1,50,000 Sq.Ft. in Manesar, INDIA
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